In the title compound, C 22 H 27 ClN 6 O 2
2+
Á2ClO 4 À , the molecule adopts an E conformation about the C N double bond. The quinazoline ring is approximately planar, with an r.m.s. deviation of 0.0432 Å , and forms a dihedral angle of 5.77 (4) with the chlorophenyl ring. The crystal packing features N-HÁ Á ÁO hydrogen bonds. Table 1 Hydrogen-bond geometry (Å , ). 
Related literature
Data collection: SMART (Bruker, 1997); cell refinement: SAINT (Bruker, 1997); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
with 4-aminoquinazoline and 4-aminoquinoline skeletons, the target compound, (E)-2-(2-(4-chlorobenzylidene)hydrazinyl)-N-(3-morpholinopropyl)quinazolin-4-amine diperchlorate, was designed and synthesized.
The crystal structure of the title compound is given in Fig. 1 
Experimental
Taking 2-aminobenzoic acid and urea as the starting materials, (E)-2-(2-(4-chlorobenzylidene)hydrazinyl)-N-(3-morpholinopropyl)quinazolin-4-amine was prepared according to the literature methods (Abouzid et al., 2008; Horiuchi et al., 2009) , which was purified by silica gel column chromatography (CH 2 Cl 2 /Methanol 15:1). 70% Perchloric acid (24 mmol, 1.96 ml) was added to a solution of (E)-2-(2-(4-chlorobenzylidene)hydrazinyl)-N-(3-morpholinopropyl)-quinazolin-4-amine (20 mmol, 8.5 g) in acetone (50 ml) at room temperature, then the reaction mixture was stirred at 313 K for 3 h. After cooling to ambient temperature, the mixture was filtered and washed with acetone. The resulting solid was dissolved in methanol to yield the target compound as colorless single crystals over a period of 10 days.
Refinement
All H-atoms were positioned geometrically and refined using a riding model, with C-H = 0.93-0.97 Å, N-H = 0.86-0.91 Å, and U iso (H) =1.2U eq (C, N). 
Computing details

Figure 1
The structure of the title compound, showing 30% probability displacement ellipsoids and the atom-numbering scheme. 
